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GTGCATCCGATCGCCAGCACTGAAACTCGCCGCCAAGCTGCTCTCGGCAAACTGGACCCC 

1 + + + + + + 60 

MHPIASTETRRQAALGKLDP 
ACTACTCAAGCGGTGCTAGGGCAGTTCTTCACTCCCATGAAGGCCGCCACGCTGATGGCT 

61 + + + + + + 120 

TTQAVLGQFFTPMKAATLMA 
TCAATGCTTCGGGTCGATGATCTCCGCGGAACGGTGCGGGTGCTCGACCCAGGAGCTGGT 

121 + + + + + + 180 

SMLRVDDLRGTVRVLDPGAG 
GTCGGGTCTCTGACCGCTGCCCTCGTCGATCGGCTGCATACTGAACGCCCCGACGTTGCG 

181 + + + + + + 240 

VGSLTAALVDRLHTERPDVA 
GTCCACGTAGTTGCCGTGGAAACCGACCCCTTTGTCGTGCCTTACCTGCGCGCCACCCTG 

241 + + + + + + 300 

VHVVAVETDPFVVPYLRATL 
GAGGAATGTCGGAACGCTTACGGCATCTCCTACGACCTAGTCGAGGGCGACTATTTGCTT 

301 + + + + + + 360 

EECRNAYGISYDLVEGDYLL 
AACCAAGGGGCCAAGCTGGATGGCCCGTTCGATCTTGTAATTGCTAATCCTCCCTACGGA 

361 + + + + + + 420 

NQGAKLDGPFDLVIANPPYG 
AAGCTTGCTTCAGATTCGCTGGCGCGGCTTGCAACGACAGCGCGTGCCGTCGATGTACCG 

421 + + + + + + 480 

KLASDSLARLATTARAVDVP 
AACGTTTACGTGGCCTTCTGGGTGCGAGCAGTCATTTCGCTCAAAGAGCAGGGGCGGGGG 

481 + + + + + + 540 

NVYVAFWVRAVISLKEQGRG 
GTTTTCATTGTTCCTCGATCTTGGGCGAACGGGCCTTACTATCGTCAATTTCGCCATTGG 

541 + + + + + + 600 

VFIVPRSWANGPYYRQFRHW 
CTGATGACCGCGGTAAGTCTCGATATACTTCATGTGTTCGAAAGTAGAACCAAAGTATTT 

601 + + + + + + 660 

LMTAVSLDILHVFESRTKVF 
GCGGACACGAAGGTAAAGCAAGAGAATGTCATCGTTGCTTTCAGTGTGAGGCCGCAAAGC 

661 + + + + + + 720 

ADTKVKQENVIVAFSVRPQS 
TCTAGTGTGGTCCTTTCTAGGTCGGTCGCACATGGAGAAGAGTCGATCGCAAGTTCTGTG 

721 + + + + + + 780 

SSVVLSRSVAHGEESIASSV 
CCGTTTTCTGCGCTTGTTCATGATGAAGACGATGACAAAATCGTGCACTTCGCGGAAAGC 

781 + + + + + + 840 

PFSALVHDEDDDKIVHFAES 
GCATCGGTGCCCTCGGCGGCGAGGTTTACTCTCGCTGATCTCGGCATCGGTGTAAGTACG 

841 + + + + + + 900 

ASVPSAARFTLADLGIGVST 
GGAAAGGTTGTTGATTTTCGCAATCGTCAGTATTTGACCGATAACCTGGATGCTTCAGGC 

901 + + + + + + 960 

GKVVDFRNRQYLTDNLDASG 
GTTGTGCCCATGGTTTATCAGTCAAACATTCGATCTGGTAAAATTGATTGGCCTCAGGTG 

961 + + + + + + 1020 

VVPMVYQSNIRSGKIDWPQV 
GGTGCGAGiSAAGCCTCAAGGATTTGTTGCGGTCGAAGATGTAGCACTACGTCAACTTCTC 

1021 + + + + + + 1080 

GARKPQGFVAVEDVALRQLL 



Figure 2*2 



CCGCAAGGGTCGTATGTTGTTGTGAAACGGCAAACGGCGAAAGAGGACCGTCGTCGTGTC 

1081 + + + + + + 1140 

PQGSYVVVKRQTAKEDRRRV 
ATCGCTGCGGTCTGGGACGGGGCCAGCAGGGTTGCGCTCGACAATAAAACGAACTATTTG 

1141 + + + + + + 1200 

lAAVWDGASRVALDNKTNYL 
CATGAATCTCAACGACCGCTTGAGAAAAATGTGGCCCGCGGCCTCATGCTTTGGTTGAAC 

1201 + + + + + + 1260 

HESQRPLEKNVARGLMLWLN 
TCGACTGTGTTGGATCAGTATTTCCGAGCCTTTTCCGGGCATACCCAGGTGAACGCTGGC 

1261 + + + + + + 1320 

STVLDQYFRAFSGHTQVNAG 
GATCTACGCCGGCTTCCGTTCCTCTGTCGCGAGGACCTAATTCTTCTCGCTAAGGTCGTT 

1321 + + + + + + 1380 

DLRRLPFLCREDLILLAKVV 
CCCGATGGCCTGCCTGATCAGGAGACGTTGGATGCCGTGGTGGCCAGACTCTTCTGTGAG 

1381 + + + + + + 1440 

PDGLPDQETLDAVVARLFCE 
ATTCCGGAATCTGCCTCGTGA 

1441 + +- 1461 
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GTGAACAGCAGTGACGGCATCGACGGAACGGTAGCGAGCATCGATACTGCGCGGGCGCTG 

MNSSDGIDGTVASIDTARAL 
CTAAAGCGTTTTGGGTTTGACGCGCAACGATATAACGTCCGTAGCGCTGTGACATTGCTC 

61 + + + + + + 120 

LKRFGFDAQRYNVRSAVTLL 
GCGCTTGCCGGTTTGAAGCCGGGAGATCGCTGGGTTGACTCGACCACTCCACGCCTTGGC 

121 + + + + + + 180 

ALAGLKPGDRWVDSTTPRLG 
GTTCAGAAGATCATGGACTGGTCCGGCGAGCATTGGGCCAAGCCGTACGCCACCGGAAGT 

181 + + + + + + 240 

VQKIMDWSGEHWAKPYATGS 
CGAGAAGATTTCCGTAAGAAGACGCTTCGGCAGTGGGTTGATAATGGCTTCGCCGTACTT 

241 + + + + + + 300 

REDFRKKTLRQWVDNGFAVL 
AATGCGGACAATTTAAACATCGCCACGAACTCGCAGCTCAACGAGTACTGCTTGTCTGAC 

301 + + + + + + 360 

NADNLNIATNSQLNEYCLSD 
GAAGCATTACAGGCGCTAAGGGCATATGGAACGGAAGGCTTCGAGGAATCTCTTGTAGTC 

361 + + + + + + 420 

EALQALRAYGTEGFEESLVV 
TTTCTTGATGAAGCATCGAAGGCGGTTAAAGCGCGAGCGGAAGCTCTCCAGGCTGCGATG 

421 + + + + + + 480 

FLDEASKAVKARAEALQAAM 
ATCTCTGTCGATCTCCCTGGTGGCGAGGAATTTCTGCTCTCGCCTGCCGGGCAGAATCCA 

481 + + + + + + 540 

ISVDLPGGEEFLLSPAGQNP 
TTGCTGAAGAAGATGGTCGAAGAGTTTGTGCCGCGATTTGCACCTCGCTCGACGGTGCTC 

541 + + + + + + 600 

LLKKMVEEFVPRFAPRSTVL 
TACCTCGGGGATACTCGTGGAAAGCATTCCCTATTCGAACGAGAGATCTTTGAAGAGGTG 

601 + + + + + + 660 

YLGDTRGKHSLFEREIFEEV 
CTCGGCCTGACTTTCGACCCCCATGGTCGAATGCCGGACCTTATTCTCCATGACGAAGTT 

661 + + + + + + 720 

LGLTFDPHGRMPDLILHDEV 
CGTGGGTGGCTTTTCCTTATGGAGGCCGTGAAAAGTAAAGGTCCGTTTGATGAGGAGCGG 

721 + + + + + + 780 

RGWLFLMEAVKSKGPFDEER 
CATCGCAGCCTGCAAGAGCTATTCGTTACACCTTCAGCGGGTCTAATTTTTGTAAACTGC 

781 + + + + + + 840 

HRSLQELFVTPSAGLIFVNC 
TTTGAAAATCGTGAGTCGATGCGTCAGTGGCTCCCTGAGCTGGCTTGGGAAACTGAGGCG 

FENRESMRQWLPELAWETEA 

TGGGTAGCGGAAGATCCAGACCATCTGATTCACCTTAACGGGTCTAGATTTCTTGGGCCG 
901 + + + + + + 960 

WVAEDPDHLIHLNGSRFLGP 

TACGAACGTTAG 
961 972 
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Fig* 7 sbfIR-pLT7K 
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MEB#1500, ER2848 [p&CyC184-SMItI #7, pLT7K-SbfIR #12] 



